. Primers used for qPCR analysis.
Housekeeping genes ACTB F-GCCGCCAGCTCACCAT  R-TCGATGGGGTACTTCAGGGT  B2M  F-AGCAGCATCATGGAGGTTTG  R-AGCCCTCCTAGAGCTACCTG  Transcripts of interest  CHAC1  F-GAACCCTGGTTACCTGGGC  R-CGCAGCAAGTATTCAAGGTTGT  Ferritin  F-ATTTCGACCGCGATGATGTGG  R-GAACCCAGGGCATGAAGATCC  hNgb  F-GAAGCACCGGGCAGTG  R-AGACACTTCTCCAGCATGTAGAG  HO1  F-CCAGCGGGCCAGCAACAAAGTGC  R-AAGCCTTCAGTGCCCACGGTAAGG  NRF2  F-TCCAGTCAGAAACCAGTGGAT  R-GAATGTCTGCGCCAAAAGCTG  NUBP2  F-CAGAGCATCTCGCTCATGTCT  R-TATCAGCGCGTTTTTCTTGGG  SLC7A11  F-AGCAGCAGCAGCAGTGGT  R-CTGTGTATGCATCGTGCTCTC  TFR1 F-TCGTGAGGCTGGATCTCAAAA R-CCTTACTATACGCCACATAACCC Table S3 . Proteins identified to bind hNgb in only one of the two unstressed hNgb-EGFP samples, but which could be specific as they were not retrieved in the EGFP control samples; unlabeled Co-IP MS/MS experiment. Table S4 . Physiological functions of the 10 proteins that were identified in the SILAC experiment as hNgbbinders.
proteins identified solely in hNgb-EGFP S1 59 proteins identified solely in hNgb-EGFP S2

P62081 40S ribosomal protein S7
Ribosomal protein linked to the cellular apoptosis process through abrogation of oncogene MDM2-mediated p53 ubiquitination [55] . Mutation variants are linked to Diamond-Blackfan anemia [5] .
Q08211
ATP-dependent RNA helicase A Protein detected in both the non-SILAC and SILAC experiment. Nucleic acid helicase which, in addition, is involved in different forms of cell death: developmental apoptosis of neural progenitors [12] and pyroptosis as a host defense against viral infections [13] .
Q15018 BRISC complex subunit Abraxas 2
Brcc36-containing isopeptidase complex unit which is involved in deubiquitinating proteins. Through this function it regulates p53 activity [56] and interferon-dependent responses [57] .
Q9NZB2
Constitutive coactivator of PPAR-gamma-like protein 1 Scaffold protein involved in phosphorylation cascades of the FAK and PI3K/AKT/mTOR pathways [58] , with downstream the Akt-mediated antiapoptotic cascade [59] . It promotes secretion of neurotrophic IGF2 [59] and interacts with kinesins responsible for transporting molecular cargo [58] .
P84090 Enhancer of rudimentary homolog
Protein that is linked to mRNA splicing, the replication stress response, the cell cycle, and optimal cell growth under stress conditions [60] .
P51991
Heterogeneous nuclear ribonucleoprotein A3
Protein is actively 'recruited' in protein aggregates in C9orf72-linked frontotemporal lobar degeneration and motor neuron disease [61] . Reduced levels of hnRNPA3 induce cellular senescence, e.g. reduction in cell growth, the upsurge in dsDNA breaks, and the increase of p53 and p21/WAF1 proteins [62] .
P52272
Heterogeneous nuclear ribonucleoprotein M Pre-mRNA binding protein linked to spinal muscular atrophy [63] . It also functions as a cell surface adhesion receptor, making it function in an ephrin receptor-like way to regulate axonal targeting [64] .
Q9P0L0
Vesicle-associated membrane protein-associated protein A Integral membrane protein known to function in the regulation of sterol, lipid biosynthesis and vesicle trafficking. It binds the electromotility protein prestin [65] and protrudin [66] , making VAPA involved in the neurite outgrowth process. Plays a role in the pathophysiology of amyotrophic lateral sclerosis [67] .
P08670 Vimentin
Protein detected in both the non-SILAC and SILAC experiment. Class-III intermediate filament which promotes axonal growth and branching [48] , and negatively regulates peripheral nerve myelination [49] . The protein is re-upregulated in regions with plaque pathology, repairing atrophic dendrites and their lost synaptic connections [48] .
P13010 X-ray repair cross-complementing protein 5
Helicase of which the levels are positively correlated with longevity [54] . It forms a heterodimer with X-ray repair crosscomplementing protein 6 [54] . As such XRCC5 is involved in embryonic neurogenesis [50] . Table S5 . Proteins identified to bind hNgb in only the forward or reverse SILAC experiment, but which could be specific as they were not retrieved in the EGFP control samples. NA: no abundance value available, i.e. when there is a good MS2 available but the MS1 level peak is not sufficiently reliable for integration (e.g. due to co-elution of another peptide, resulting in "shoulder formation"). n.a. = not applicable
